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The C—terminal 4CXXC-type zinc finger domain of CDCA7 recognizes hemimethylated DNA and
modulates activities of chromatin remodeling enzyme HELLS. Akeo Shinkai®, Hideharu
Hashimoto, Chikako Shimura, Hiroaki Fujimoto, Kei Fukuda, Naoki Horikoshi, Masaki Okano,
Hitoshi Niwa, Erik W. Debler, Hitoshi Kurumizaka, Yoichi Shinkai* (*Z{L:#3) Mucleic
Acids Research (2024) 52:10194-10219
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Comprehensive EHMT1 variants analysis broadens genotype—phenotype associations and
molecular mechanisms in Kleefstra syndrome. Dmitrijs Rots®, Arianne Bouman®, Ayumi
Yamada® et. al ("f5A35%) The American Journal of Human Genetics (2024) 111:1605-1625
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